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Coding sequBfiS^iSSiPfhe cbh J gene (SEQ ID NO: 4). Lower case letters represent the 
signal sequence, upper case letters the catalytic domain, bolded italics the linker region, 
and upper case underlined the cellulose-binding domain. 



atgtatcggaagttggccgtcatctcggccttcttggccacagctcgtgctCAGTCGGCCTGCACTCTCCAAT 

CGGA 

GACTCACCCGCCTCTGACATGGCAGAAATGCTCGTCTGGTGGCACGTGCACT 
CAACA 

GACAGGCTCCGTGGTCATCGACGCCAACTGGCGCTGGACTCACGCTACGAAC 

AGCAGCACGAACTGCTACGATGGCAACACTTGGAGCTCGACCCTATGTCCTG 

ACAACGAGACCTGCGCGAAGAACTGCTGTCTGGACGGTGCCGCCTACGCGTC 

CACGTACGGAGTTACCACGAGCGGTAACAGCCTCTCCATTGGCTTTGTCACCC 

AGTCTGCGCAGAAGAACGTTGGCGCTCGCCTTTACCTTATGGCGAGCGACAC 

GACCTACCAGGAATTCACCCTGCTTGGCAACGAGTTCTCTTTCGATGTTGATG 

TTTCGCAGCTGCCGTGCGGCTTGAACGGAGCTCTCTACTTCGTGTCCATGGAC 

GCGGATGGTGGCGTGAGCAAGTATCCCACCAACACCGCTGGCGCCAAGTACG 

GCACGGGGTACTGTGACAGCCAGTGTCCCCGCGATCTGAAGTTCATCAATGG 

CCAGGCCAACGTTGAGGGCTGGGAGCCGTCATCCAACAACGCGAACACGGG 

CATTGGAGGACACGGAAGCTGCTGCTCTGAGATGGATATCTGGGAGGCCAAC 

TCCATCTCCGAGGCTCTTACCCCCCACCCTTGCACGACTGTCGGCCAGGAGAT 

CTGCGAGGGTGATGGGTGCGGCGGAACTTACTCCGATAACAGATATGGCGGC 

ACTTGCGATCCCGATGGCTGCGACTGGAACCCATACCGCCTGGGCAACACCA 

GCTTCTACGGCCCTGGCTCAAGCTTTACCCTCGATACCACCAAGAAATTGACC 

GTTGTCACCCAGTTCGAGACGTCGGGTGCCATCAACCGATACTATGTCCAGA 

ATGGCGTCACTTTCCAGCAGCCCAACGCCGAGCTTGGTAGTTACTCTGGCAA 

CGAGCTCAACGATGATTACTGCACAGCTGAGGAGGCAGAATTCGGCGGATCC 

TCTTTCTCAGACAAGGGCGGCCTGACTCAGTTCAAGAAGGCTACCTCTGGCG 

GCATGGTTCTGGTCATGAGTCTGTGGGATGATTACTACGCCAACATGCTGTGG 

CTGGACTCCACCTACCCGACAAACGAGACCTCCTCCACACCCGGTGCCGTGC 

GCGGAAGCTGCTCCACCAGCTCCGGTGTCCCTGCTCAGGTCGAATCTCAGTCT 

CCCAACGCCAAGGTCACCTTCTCCAACATCAAGTTCGGACCCATTGGCAGCA 

CCGGC AACCCTAGCGGCGGC AACCCrCCCGGCGG^/U CCCGCCTGGCA CCA C 

CACCACCCGCCGCCCAGCCACTACCACTGGAAGCTCTCCCGGACCTACCCAGT 

CTCACTACGGCCAGTGCGGCGGTATTGGCTACAGCGGCCCCACGGTCTGCGC 

CAGCGGCACAACTTGCCAGGTCCTGAACCCTTACTACTCTCAGTGCCTGTAAA 

GCTCC 

Figure 1 
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SDS-PAGE western blot using anti-CBH I showing the reduction in molecular weight of 
rCBH I expression clones as a function of the introduction of N>A modifications. 



MW+ rCBHI rCBHI rCBH I rCBH I rCBH I rCBH I rCBH I 
CBH I cDNA N384A genomicG genomicQ N45A N270/45A N384/270A 

kDa 




Figure 2 
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Plasmid map of fungal expression vector pPFE2/CBHI 




Figure 3 
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Nucleotide sequence SEQ ID NO: 1, 5'- 

CCTCCCGGCGGAAACCCGCCTGGCACCACCACCACCCGCCGCCCA-3', coding 
for the linker region, PPGGNPPGTTTTRRP (SEQ ID NO: 2), of the CBH I protein, 
showing additional proline residues that effect conformation of the linker region in the 
protein structure. 



PPGG NPPGT TTTRR P 

CCTCCCGGCGGAAACCCGCCTGGCACCACCACCACCCGCCGCCCA 
GGAGGGCCGCCTTTGGGCGGACCGTGGTGGTGGTGGGCGGCGGGT 

0 20 40 



Figure 4 



